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<160> 7 

<210> 1 

<211> 1318 

<212> DNA 

<213> Homo Sapien 

<400> 1 



cagtttcttc 


atctgtaaca 


tcaaatgaat 


aataatacca 


atctcctaga 


50 


cttcataaga 


ggattaacaa 


agacaaaata 


tgggaaaaac 


ataacatggc 


100 


gtcccataat 


tattagatct 


tattattgac 


actaaaatgg 


cattaaaatt 


150 


accaaaagga 


agacagcatc 


tgtttcctct 


ttggtcctga 


gctggttaaa 


200 


aggaacactg 


gttgcctgaa 


cagtcacact 


tgcaaccatg 


atgcctaaac 


250 


attgctttct 


aggcttcctc 


atcagtttct 


tccttactgg 


tgtagcagga 


300 


actcagtcaa 


cgcatgagtc 


tctgaagcct 


cagagggtac 


aatttcagtc 


350 


ccgaaatttt 


cacaacattt 


tgcaatggca 


gcctgggagg 


gcacttactg 


400 


gcaacagcag 


tgtctatttt 


gtgcagtaca 


aaatcatgtt 


ctcatgcagc 


450 


atgaaaagct 


ctcaccagaa 


gccaagtgga 


tgctggcagc 


acatttcttg 


500 


taacttccca 


ggctgcagaa 


cattggctaa 


atatggacag 


agacaatgga 


550 


aaaataaaga 


agactgttgg 


ggtactcaag 


aactctcttg 


tgaccttacc 


600 


agtgaaacct 


cagacataca 


ggaaccttat 


tacgggaggg 


tgagggcggc 


650 


ctcggctggg 


agctactcag 


aatggagcat 


gacgccgcgg 


ttcactccct 


700 
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ggtgggaaac 


aaaaatagat 


cctccagtca 


tgaatataac 


ccaagtcaat 


750 


ggctctttgt 


tggtaattct 


ccatgctcca 


aatttaccat 


atagatacca 


800 


aaaggaaaaa 


aatgtatcta 


tagaagatta 


ctatgaacta 


ctataccgag 


850 


tttttataat 


taacaattca 


ctagaaaagg 


agcaaaaggt 


ttatgaaggg 


900 


gctcacagag 


cggttgaaat 


tgaagctcta 


acaccacact 


ccagctactg 


950 


tgtagtggct 


gaaatatatc 


agcccatgtt 


agacagaaga 


agtcagagaa 


1000 


gtgaagagag 


atgtgtggaa 


attccatgac 


ttgtggaatt 


tggcattcag 


1050 


caatgtggaa 


attctaaagc 


tccctgagaa 


caggatgact 


cgtgtttgaa 


1100 



ggatcttatt taaaattgtt tttgtatttt cttaaagcaa tattcactgt 1150 

tacaccttgg ggacttcttt gtttatccat tcttttatcc tttatatttc 1200 

atttgtaaac tatatttgaa cgacattccc cccgaaaaat tgaaatgtaa 1250 

agatgaggca gagaataaag tgttctatga aaaaaaaaaa aaaaaaaaaa 1300 

aaaaaaaaaa aaaaaaaa 1318 

<210> 2 

<211> 262 

<212> PRT 

<213> Homo Sapien 

<400> 2 

Met Pro Lys His Cys Phe Leu Gly Phe Leu lie Ser Phe Phe Leu 
15 10 15 

Thr Gly Val Ala Gly Thr Gin Ser Thr His Glu Ser Leu Lys Pro 

20 25 30 

Gin Arg Val Gin Phe Gin Ser Arg Asn Phe His Asn lie Leu Gin 

35 40 45 

Trp Gin Pro Gly Arg Ala Leu Thr Gly Asn Ser Ser Val Tyr Phe 

50 55 60 

Val Gin Tyr Lys lie Met Phe Ser Cys Ser Met Lys Ser Ser His 

65 70 75 

Gin Lys Pro Ser Gly Cys Trp Gin His lie Ser Cys Asn Phe Pro 

80 85 90 

Gly Cys Arg Thr Leu Ala Lys Tyr Gly Gin Arg Gin Trp Lys Asn 

95 100 105 

Lys Glu Asp Cys Trp Gly Thr Gin Glu Leu Ser Cys Asp Leu Thr 

110 115 120 

Ser Glu Thr Ser Asp lie Gin Glu Pro Tyr Tyr Gly Arg Val Arg 

125 130 135 

Ala Ala Ser Ala Gly Ser Tyr Ser Glu Trp Ser Met Thr Pro Arg 

140 145 150 

Phe Thr Pro Trp Trp Glu Thr Lys *Ile Asp Pro Pro Val Met Asn 



155 



160 



165 
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f 4 



lie Thr Gin Val Asn Gly Ser Leu Leu Val lie Leu His Ala Pro 

170 175 180 

Asn Leu Pro Tyr Arg Tyr Gin Lys Glu Lys Asn Val Ser lie Glu 

185 190 195 

Asp Tyr Tyr Glu Leu Leu Tyr Arg Val Phe lie lie Asn Asn Ser 

200 205 210 

Leu Glu Lys Glu Gin Lys Val Tyr Glu Gly Ala His Arg Ala Val 

215 220 225 

Glu lie Glu Ala Leu Thr Pro His Ser Ser Tyr Cys Val Val Ala 

230 235 240 

Glu lie Tyr Gin Pro Met Leu Asp Arg Arg Ser Gin Arg Ser Glu 

245 250 255 



Glu Arg Cys Val Glu lie Pro 

260 



<210> 3 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 
<400> 3 

ctggcaacag cagtgtctat tttgtgc 2 7 

<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 4 
taagtgccct cccaggctgc c 21 

<210> 5 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 



<400> 5 

tcctccagtc atgaatataa cccaagtcaa tggctctttg ttggtaattc 50 



tc 52 



<210> 6 

<211> 1705 

<212> DNA 

<213> Homo Sapien 



<400> 6 

tgaaatgact tccacggctg ggacgggaac cttccaccca cagctatgcc 50 
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ft 



tctqattqqt 


qaatqqtqaa 


qqtqcctqtC 


taacttttct 


qtaaaaaqaa 


100 


ccacrctqcct 


ccaqqcaqcc 


aqccctcaaq 


catcacttac 


aqqaccaqaq 


150 


ggacaagaca 


tqactqtqat 


qaqqaqctqc 


tttcgccaat 


ttaacaccaa 


200 


qaaqaattqa 


qqctqcttqq 


qaqqaaqqcc 


aqqaqqaaca 


cqaqactqaq 


250 


aqatqaattt 


tcaacaqaqq 


ctqcaaaqcc 

-3 -3 


tqtqqacttt 


aqccaqaccc 


300 


ttctgccctc 


Ctttqctqqc 


gacagcctct 


caaatgcaga 


tqqttqtqct 


350 


cccttgcctg 


ggt t t taccc 


tgcttctctg 


gagccaggta 


tcaggggccc 


400 


aaQOCcaacra 


attccactt t 


aaaccctacc 


aaatoaaaaa 


QQttat tccc 


450 


cagaaactgt 


QQQaaQC c 1 1 


ctaaactata 


aaagacacta 


tgcaagctca 


500 


aciataacatc 


accracrtcrccc 


aactactaca 


ocaaaaaat t 


ctacaaaaca 


550 


t CtCQQatOC 


tcracraactcrt 


tacct tatcc 


acaccctact 


ggagt t ctac 


600 


t taaaaactcr 


t tttcaaaaa 


ccaccacaat 


aaaacaat ta 

VA ^A VA ^A ^ 


aaat caaaac 


650 


tctcjaaQtca 


ttctctactc 


taaccaacaa 


ct t tattctc 


atcatat cac 


700 


aact-Qcaacc 


cacrt caacraa 


aat-aaaatat 


t t tccat caa 


aaacaataca 


750 


cacaaaccrcrt 


ttctactatt 


ccaaaaaaca 


1 1 caaacaat 


taaacat aaa 


800 

St^ V w 


aacaact cto 


accaaaacGC 


t taaaaaaat 


aaacat tctt 


ctaacctaaa 


850 


tcTcaaaaat t 


c tacaaac t c 


taaatat c t a 


aaccaaaacc 


t ccctccccc 


900 


taacac tcrcrt 


t tcrt t Gcc ta 


tat cat t tea 


aacaat c t cc 


c 1 1 cc t atac 


950 


hcit" t pap'hcicr 


apapt"t paper 


pppt" t aappa 


t aaat" ccct^t' 


tctt" ocsccc^ 

\^ ^ 1^ 


1000 

JL. \J Vri/ V 


crcrat tat tat 


caaaaaaat c 


at t c 1 1 1 aaa 


caacaccaat 


aacaat c aaa 


1050 


aaacfQt acp t 


ptaaatap ta 


taaaaaat pt 


acaaaaaaaa 


ttcttatatt 


1100 


t at tacaact 


ctatttaatt 


aatatcaata 


t t t caac taa 


aattc tatt t 


1150 


att tataaaa 


c tataaat t a 


cataaaaaca 


acaaaatat t 


ataccccata 


1200 


ct tct t tacc 


cctcacaat c 


ct taccacaa 


tataaaacaa 


taaataaata 

''rJz3'-*-'-'Z3z3r)'^z3 


1250 


cttagtaagt 


act taataaa 


ctgtggtgc t 


ttttttggcc 


tgtctttgga 


1300 


t tcrt taaaaa 


acaaaaaaaa 


atact toaat 


ataaaactaa 


actt caaaac 

V* X^ XA SA 


1350 


ataaaaat pa 

\^ ^ C4 ^ %^ 


paptat'pttp 


t" aat at pt* ap 


aaaaacaaaa 


pat taaaata 


1400 

•l-L v V 


QQQQ taaQQt 


acat ctat t t 


aaaaaataaa 


caataaaatQ 


taqattaaaq 

Xi* Si* S*" S^» S" 


1450 


tgcccagcac 


aaagcagatc 


ctcaataaac 


atttcatttc 


ccacccacac 


1500 


tcgccagctc 


accccatcat 


ccctttccct 


tggtgccctc 


cttttttttt 


1550 


tatcctagtc 


attcttccct 


aatcttccac 


ttgagtgtca 


agctgacctt 


1600 


gctgatggtg 


acattgcacc 


tggatgtact 


atccaat<:tg 


tgatgacatt 


1650 
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ccctgctaat aaaagacaac ataactccaa aaaaaaaaaa aaaaaaaaaa 1700 
aaaaa 1705 

<210> 7 

<211> 206 

<212> PRT 

<213> Homo Sapien 

<400> 7 

Met Asn Phe Gin Gin Arg Leu Gin Ser Leu Trp Thr Leu Ala Arg 
15 10 15 

Pro Phe Cys Pro Pro Leu Leu Ala Thr Ala Ser Gin Met Gin Met 

20 25 30 

Val Val Leu Pro Cys Leu Gly Phe Thr Leu Leu Leu Trp Ser Gin 

35 40 45 

Val Ser Gly Ala Gin Gly Gin Glu Phe His Phe Gly Pro Cys Gin 

50 55 60 

Val Lys Gly Val Val Pro Gin Lys Leu Trp Glu Ala Phe Trp Ala 

65 70 75 

Val Lys Asp Thr Met Gin Ala Gin Asp Asn He Thr Ser Ala Arg 

80 85 90 

Leu Leu Gin Gin Glu Val Leu Gin Asn Val Ser Asp Ala Glu Ser 

95 100 105 

Cys Tyr Leu Val His Thr Leu Leu Glu Phe Tyr Leu Lys Thr Val 

110 115 120 

Phe Lys Asn His His Asn Arg Thr Val Glu Val Arg Thr Leu Lys 

125 130 135 

Ser Phe Ser Thr Leu Ala Asn Asn Phe Val Leu He Val Ser Gin 

140 145 150 

Leu Gin Pro Ser Gin Glu Asn Glu Met Phe Ser He Arg Asp Ser 

155 160 165 

Ala His Arg Arg Phe Leu Leu Phe Arg Arg Ala Phe Lys Gin Leu 

170 175 180 

Asp Val Glu Ala Ala Leu Thr Lys Ala Leu Gly Glu Val Asp He 

185 190 195 

Leu Leu Thr Trp Met Gin Lys Phe Tyr Lys Leu 



200 



205 
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